ATTCGGCACTGAGGAGTTAATACACAGCT6CAAGATATACCGWTACAAGAAC 
CTGGGTTTGCCAAAATGATATCAGCTGTCGTGTGGCTCATGGTCCTGCTG^TC 

atggtgccgaacatggtgattcccatcaaggacatcaaagaaaagtcaaa'tgt 

AGGTTGCATGGAGTTTAAAAAGGAGTTTGGAAGAAACTGGCATTTGCTAACAA 
ACTTCATCTGTGTGGCAATATTTTTAAATTTCTCAGTCATCATTTTGATATCC 

aacttccttgcaatcagacaactctatagaaatagagacaacacaaactatcc 
aagtgtgaaatcagctctgctccacattctcttggtgacagctagttacatca 
tatgctttgttccctaccacgctgtcaggatcccatacaccctcagccagaca 
gaggtcatatctgattgctcaactaggatcgcactcttcaaagccaaagaggc 

CACACTGCTGCTGG'CGGTGTCTAATTTGTGTTTTGATCCAATCCTGTACTATC 

atctgtcaaaagcctttcgactaaaggtcaccgagactttcgcctcacctaaa 

aagagcaagcctctggaagaaagattgagaagtgagaatgatgtgtaaaatgc 

aggctttgcacgttagtccttcttcctgactggaccataaagctggtcacagt 
tttc (seq id n0:1) 
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Construct 



GenS: 17 GINumber(s): i 73 8456 

Gene Family: GPCR . 1749042 

Gene ^ , 

Subfamily: Ch P baa GPCR 

Gene Sequence: EST contig, Mouse 



underlined = deleted in targeting construct 

[ ] = sequence flanking Neo insert in targeting construct 



ATTCGGCACTGAGGAG [ TTAATACACAGCTGCAAGATATACCGAATACAAGAACCTGGGT 

TTGCC^TGATATCAGCTGTCGTGTGGCTCATGGTCCTGCTGATCS^SSS 
TGGTGA] TTCCCATCAAGGACATCAA Af?a a & AGTCA A A TCTtflCTTOfH mnn r /t^fp^i . 

AATTTCTCAGTCATCATTTTGATATPCAAOTTrrTrr^ra^^g^T^ffy^^TT; 

GCTAgTTACATCATATGC^ 

CAGACAGAraTCATATCTGATT^ 

ACACTGCTGCTGGCGGTGTrTaa^ ^ 

Aa^GCCTTTCGACTAAAGGTrArrr.a nACTTTrnr^^^^ T^^^J^^g Sg^ 
GAAGAAAGATTGA GAAGTGAGAATnATGTGTAaaa^Pa^cg^^^^g g^g 
TTCCTG [ ACTGGACCATAAAGCTGGTCACAGTTTTC ] L 



Gene Sequence 

Structure* 126 bp Sequence Deleted 664 bp 



Size of EST contig: 693 bp 
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Targeting Vector* (genomic sequence) 
Construct Number: 87 



Arm Length: 
5': 8 kb 
3': 1.6 kb 



; — — ^/^i^tingi^ector: 

* Not drawn to scale 




5 ' >CCACTGCCAAGTGACAGCCTG 
CCTCATCTACATCAATATGTACTT 
ATCTATTATCTTCTTAGCCTTTGT 
CAGCATCGATCGCTGTCTTCAGTT 
AATACACAG CTGCAAGATATAC CG 
AATACAAGAACCTGGGTTTGCCAA 
AATGATATCAGCTGTCGTGTGGCT 

CATGGTCCTGCTGATCATGGTGTC 
G AAC ATGG TGA < 3 ' 
(SEQ ID NO: 2) 



5 ' >ACTGGACCATAAAGCTGGTCA 
CAGTTTTCAAAAATAAAAGAAGAT 
GCTGAGATAGAAGAAGATGCTTAG 
GAATAAGAGCCACCAATAGCTAGC 
AAACGGGACTGGTTCATGCAGAAA 
GTCCTTTCTTCAATCCAAGCCAAC 
CCTGCACTCTCACAGATGCTGACA 
TTCTTTACCTAACAAAGCACATTG 
AACCAAGGTCAO ' 
(SEQ ID NO: 3) 
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FIGURE 3 



